Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.004 Å; R factor = 0.027; wR factor = 0.093; data-to-parameter ratio = 15.1.
The dimeric title compound, [Cu 2 (C 9 H 10 N 3 O) 2 (N 3 ) 2 ], is located on a crystallographic inversion center. The Cu atom is coordinated by a tridentate anionic hydrazone ligand and two bridging azide ligands in a distorted square-pyramidal coordination geometry. The non-bonding CuÁ Á ÁCu distance is 3.238 (1) Å . Non-classical intermolecular C-HÁ Á ÁN hydrogen bonds link the dimers into chains along the c axis. 
Related literature

Experimental
Crystal data [Cu 2 (C 9 Table 1 Hydrogen-bond geometry (Å , ). (Sheldrick, 2008) ; software used to prepare material for publication: DIAMOND (Brandenburg, 2006) . in a related dicopper azido complex (Sen et al.., 2007) .
The dimer is located on a crystallographic inversion center. The non-classical intermolecular hydrogen bonds of the type C-H···N link the dimeric compounds into one dimensional chains along the c axis.
Dimeric copper(II) complexes with similar tridentate ligands have been reported in the literature (Recio Despaigne et al., 2009; Sen et al. 2007; Patole et al. 2003) .
The tridentate ligand precursor, 2-benzoylpyridine-methyl hydrazone, was prepared according to the literature procedure (Recio Despaigne et al., 2009) . To the tridentate ligand precursor (1.0 mmol), methanolic solution (20 ml) of copper nitrate trihydrate (0.241 g, 1.0 mmol), was added, followed by the addition, with constant stirring of a solution of sodium azide (0.065 g, 1.0 mmol) in minimum volume of water/methanol mixture. The final solution was kept at room temperature yielding brown square-shaped crystals suitable for X-ray diffraction after few days. Crystals were isolated by filtration and were air-dried.
Refinement
All the hydrogen atoms were located in the difference Fourier map, nevertheless, all the H atoms were positioned geometrically and refined as riding atoms, with C aryl -H = 0.95, C methyl -H = 0.98 Å while U iso (H) = 1.2U eq (C aryl ) and 1.5U eq (C methyl ) H atoms. Although the residual electron in the final difference map is high, the refinement model appears to be reliable since the largest peak and hole are located near the heavy Cu atom at distances of 0.70 and 0.03 Å, respectively. Figures   Fig. 1 . The structure of the title compound, showing 50% probability displacement ellipsoids for the non-hydrogen atoms. The unlabelled atoms are related to the labelled ones by symmetry operation: 1 -x, 2 -y, 2 -z. 
